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Score Home Retrieve Application SCORE System SCORE Comments / 

Page List Overview FAQ Suggestions 

This page gives you Search Results detail for the Application 10747702 and Search Result us-10- 

747-702-3. rai. 

start 

Go Back to previous pag e 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 



Run on : 



Title : 

Perfect score: 
Sequence : 



July 25, 2006, 11:11:16 



US-10-747-702 -3 
1691 

1 MDPTI PVLGTKLTPINGREE . 



Search time 29 Seconds 
(without alignments) 
971.892 Million cell updates/sec 



. EGGGWLPQETLELSGSKLEQ 3 22 



Scoring table: BLOSUM62 

Gapop 10.0 



Gapext 0.5 



Searched: 650591 seqs, 87530628 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 10 0% 
Listing first 45 summaries 

Database : 



650591 



Issued_Patents_AA: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/iaa/5_COMB.pep: * 

2 : /EMC_Celerra_SIDS3/ptodata/2/iaa/6_COMB.pep: * 

3 : /EMC_Celerra_SIDS3/ptodata/2/iaa/7_COMB.pep: * 

4 : /EMC_Celerra_SIDS3/ptodata/2/iaa/H_C0MB.pep: * 

5 : /EMC_Celerra_SIDS3/ptodata/2/iaa/PCTUS_COMB.pep: * 

6 : /EMC_Celerra_SIDS3 /ptodata/2 /iaa/RE_COMB .pep : * 

7 : /EMC_Celerra_SIDS3/ptodata/2/iaa/backf ilesl .pep: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 

Result Query 

No. Score Match Length DB 



ID 



Description 
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ALIGNMENTS 



RESULT 1 

US-09-254 -227A-3 

Sequence 3, Application US/09254227A 
Patent No. 6696257 
GENERAL INFORMATION: 



APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 



Ahmad, Sultan 
Banville, Denis 
Fort in, Yves 
Lembo, Paola 
O'Donnell, Da j an 
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APPLICANT: Shi-Hsiang, Shen 

TITLE OF INVENTION: G Prot ein-Coupl ed Receptors from the Rat and Human 
FILE REFERENCE: 81823/268117 
CURRENT APPLICATION NUMBER: US/09/2 54 , 227A 
CURRENT FILING DATE: 19 99-03-03 
NUMBER OF SEQ ID NOS : 22 
SOFTWARE: Patentln version 3.0 
SEQ ID NO 3 
LENGTH: 3 22 
TYPE: PRT 

ORGANISM: Homo sapiens 
US-09-254-227A-3 

Query Match 100.0%; Score 1691/ DB 2; Length 322; 

Best Local Similarity 100.0%; Pred. No. 9.3e-138; 

Matches 322; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
Qy 1 MDPTIPVLGTKLTPINGREETPCYNQTLSFTGLTCI ISLVALTGNAWLWLLGCRMRRNA 60 

I II II II II II II II II II M III II II II II II II II II II II II II MM II II II II 

Db 1 MDPTIPVLGTKLTPINGREETPCYNQTLSFTGLTCI ISLVALTGNAWLWLLGCRMRRNA 60 

Qy 61 VSI YILNLVAANFLFLSGHIIFSPLPLINIRHPISKILSPVMTFPYFIGLSMLSAI STER 12 0 

I II MM MM II II II M II III II M II M M II II II II II MMII II II II M II 

Db 61 VSI YILNLVAANFLFLSGHIIFSPLPLINIRHPI SKILSPVMTFPYFIGLSMLSAISTER 120 

Qy 121 CLSILWPIWYHCRRPRYLSSVMCVLLWALSLLRSILEWMFCDFLFSGANSVWCETSDFIT 180 

I ! I i I 1 1 1 1 [ I [ 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 [ 1 1 1 1 i 1 1 1 1 1 1 1 1 1 ! 1 1 ! M I ! I ! I 

Db 121 CLSILWPIWYHCRRPRYLSSVMCVLLWALSLLRS ILEWMFCDFLFSGANSVWCETSDFIT 180 

Qy 181 IAWLVFLCVVLCGSSLVLLVRILCGSRKMPLTRLYVTILLTVLVFLLCGLPFGIQWALFS 240 

I I I f 1 I I I I I t I I I I i I I I I I I I I I I I I I I I I I I I 1 I I I I I I I I I I I I I I I I I I I I I I I I 
Db 181 IAWLVFLCVVLCGSSLVLLVRILCGSRKMPLTRLYVTILLTVLVFLLCGLPFGIQWALFS 24 0 

Qy 241 RIHLDWKVLFCHVHLVSIFLSALNSSANPIIYFFVGSFRQRQNRQNLKLVLQRALQDTPE 300 

I 1 1 1 1 1 1 M 1 1 I 1 1 M J I I I M M M 1 1 I II I II M 1 1 I M I II 1 1 

Db 241 RIHLDWKVLFCHVHLVSIFLSALNSSANPI IYFFVGSFRQRQNRQNLKLVLQRALQDTPE 300 

Qy 3 01 VDEGGGWLPQETLELSGSKLEQ 3 22 

I II II II II II II II M II II I 
Db 3 01 VDEGGGWLPQETLELSGSKLEQ 3 22 



RESULT 2 

US-10-401-397A-2 

; Sequence 2, Application US/10401397A 

; Patent No. 6864239 

; GENERAL INFORMATION: 

; APPLICANT: Peri, Krishna G. 

; APPLICANT: Moffett, Serge 

; APPLICANT: Abran, Daniel 

TITLE OF INVENTION: METHODS AND COMPOUNDS FOR PREVENTION AND TREATMENT OF ELEVATED 
; TITLE OF INVENTION: INTRAOCULAR PRESSURE AND RELATED CONDITIONS 
; FILE REFERENCE: 45 18 /1M6 74US 1 
; CURRENT APPLICATION NUMBER: US/l 0/4 01 , 3 97A 
; CURRENT FILING DATE: 2003-03-27 
; PRIOR APPLICATION NUMBER: US 6 0/367,513 

PRIOR FILING DATE: 2002-03-27 
; NUMBER OF SEQ ID NOS: 8 

SOFTWARE: Patentln version 3.1 
; SEQ ID NO 2 

LENGTH: 3 22 



http://es/ScoreAccess Web/Getltem. action? Appld= 1 0747702&seqld=5694 1 7&ItemName=us. . . 7/3 0/06 



SCORE Search Results Details for Application 10747702 and Search Result us-10-747-7... Page 4 of 17 



TYPE: PRT 
; ORGANISM: Homo sapiens 
US-10-401-397A-2 

Query Match 96.8%; Score 1637; DB 2; Length 3 22 ; 

Best Local Similarity 96.9%; Pred . No. 4.1e-133; 

Matches 312; Conservative 6; Mismatches 4; Indels 0; Gaps 0; 

Qy 1 MDPTI PVLGTKLTPINGREETPCYNQTLSFTGLTCI ISLVALTGNAWLWLLGCRMRRNA 60 

II II II II hll II II II II III I II II II II II U II II II U II II II II II II II 

Db 1 MDS TI PVLGTE LT P I NGRE ET PCY KQTL SFTGLTCI VSLVALTGDA WLWLLGCRMRRNA 60 

Qy 61 VSI YILNLVAANFLFLSGHII FSPLPLINIRHPI SKILSPVMTFPYFIGLSMLSAI STER 120 

I II MM lllhl II II II II III II II II II II II II II M II II II II II II II II 

Db 61 VSI YILNLVAADFLFLSGHIICSPLRLINIRHPI SKILSPVMTFPYFIGLSMLSAI STER 120 

Qy 121 CLSILWPIWYHCRRPRYLSSVMCVLLWALSLLRSILEWMFCDFLFSGANSVWCETSDFIT 180 

I I I I I I I I I II I I I I I I I I I I I II I I I I I I I I I I I I II I I I I I I I I I I : I I I I I I I I I I I 
Db 121 CLSILWPIWYHCRRPRYLSSVMCVLLWALSLLRSILEWMFCD FLFSGADSVWCETSDFIT 18 0 

Qy 181 IAWLVFLCVVLCGSSLVLLVRILCGSRKMPLTRLYVTILLTVLVFLLCGLPFGIQWALFS 24 0 

I II II II II II II II II II Mill II II II II II II MM II II II II II II II II II II 

Db 181 IAWLVFLCVVLCGSSLVLLVRILCGSRKMPLTRLYVTILLTVLVFLLCGLPFGIQWALFS 24 0 

Qy 241 RIHLDWKVLFCHVHLVSIFLSALNSSANPI IYFFVGSFRQRQNRQNLKLVLQRALQDTPE 300 

I II II II II II II II II II II III II II II II II II II II II II II MM II II II II II 
Db 241 RIHLDWKVLFCHVHLVSIFLSALNSSANPI IYFFVGSFRQRQNRQNLKLVLQRALQDTPE 30 0 

Qy 3 01 VDEGGGWLPQETLELSGSKLEQ 3 22 

I I I I I II II II II I I II M II I 
Db 3 01 VDEGGGWLPQETLELSGSRLEQ 3 22 



RESULT 3 

US-09-254 -227A-5 

Sequence 5, Application US/09254227A 
Patent No. 6696257 
GENERAL INFORMATION: 
APPLICANT: Ahmad, Sultan 
APPLICANT: Banville, Denis 
APPLICANT: Fort in, Yves 
APPLICANT: Lembo, Paola 
APPLICANT: O'Donnell, Da j an 
APPLICANT: Shi-Hsiang, Shen 

TITLE OF INVENTION: G Protein-Coupled Receptors from the Rat and Human 
FILE REFERENCE: 81823/268117 
CURRENT APPLICATION NUMBER: US/09/254 , 227A 
CURRENT FILING DATE: 1999-03-03 
NUMBER OF SEQ ID NOS : 22 
SOFTWARE: Patentln version 3.0 
SEQ ID NO 5 
LENGTH: 3 22 
TYPE: PRT 

ORGANISM: Homo sapiens 
US-09-254-227A-5 

Query Match 92.9%; Score 1571; DB 2; Length 322; 

Best Local Similarity 94.1%; Pred. No. 2e-127; 

Matches 302; Conservative 8; Mismatches 11; Indels 0; Gaps 0; 
Qy 1 MDPTI PVLGTKLTPINGREETPCYNQTLSFTGLTCI ISLVALTGNAWLWLLGCRMRRNA 60 



http://es/ScoreAccessWeb^ 7/30/06 



SCORE Search Results Details for Application 10747702 and Search Result us-10-747-7... Page 1 of 19 



SCORE Search Results Details for Application 1( 
and Search Result us-10-747-702-3,rapbi 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10747702 and Search Result us-10-7< 
start 

Go B 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: 



Title : 

Perfect score: 
Sequence : 

Scoring table: 



Searched: 



July 25, 2006, 11:22:42 ; Search time 178 Seconds 

(without alignments) 
837.950 Million cell updates/sec 

US-10-747-702-3 
1691 

1 MDPTIPVLGTKLTPINGREE EGGGWLPQETLELSGSKLEQ 322 

BLOSUM62 

Gapop 10.0 , Gapext 0.5 



2097797 



2097797 seqs, 463214858 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 

Database : Publ ished_Appl icat ions_AA_Main: * 

1 : /EMC_Celerra_SIDS3 /ptodata/2/pubpaa/US07_PUBCOMB .pep : * 

2 : /EMC_Celerra_SIDS3 /ptodata/2/pubpaa/US08_PUBCOMB .pep : * 

3 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US09_PUBCOMB .pep: * 

4 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10A_PUBCOMB.pep: * 

5 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10B_PUBCOMB.pep: * 

6 : /EMC_Celerra_SIDS3/ptodata/2/pubpaa/USll_PUBCOMB .pep:* 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 
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ALIGNMENTS 



RESULT 1 
US-10-747-702-3 

Sequence 3, Application US/10747702 
Publication No. US20060068466A1 
GENERAL INFORMATION: 
APPLICANT: Ahmad, Sultan 
APPLICANT: Banville, Denis 
APPLICANT: Fort in, Yves 
APPLICANT: Lembo, Paola 
APPLICANT: O'Donnell, Daj an 
APPLICANT: Shi-Hsiang, Shen 

TITLE OF INVENTION: G Prot ein-Coupled Receptors from the Rat and Human 
FILE REFERENCE: 81823/268117 
CURRENT APPLICATION NUMBER: US/10/747,702 
CURRENT FILING DATE: 2003-12-30 
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PRIOR APPLICATION NUMBER: PRIO APPLICATION NUMBER: US/0 9/254,22 7 
PRIOR FILING DATE: 1999-03-03 
NUMBER OF SEQ ID NOS : 22 
SOFTWARE: Patent In version 3.0 
SEQ ID NO 3 
LENGTH: 3 22 
TYPE: PRT 

ORGANISM: Homo sapiens 
US-10-747-702-3 

Query Match 100.0%; Score 1691; DB 5; Length 322; 

Best Local Similarity 100.0%; Pred. No. l.le-143; 

Matches 322; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
Qy 1 MDPTIPVLGTKLTPINGREETPCYNQTLSFTGLTCI ISLVALTGNAWLWLLGCRMRRNA 60 

lllllllllllll II MM II III II II INI II II II II INI II II II II II II II II 

Db 1 MDPTIPVLGTKLTPINGREETPCYNQTLSFTGLTCI ISLVALTGNAWLWLLGCRMRRNA 60 

Qy 61 VSI YILNLVAANFLFLSGHIIFSPLPLINIRHPI SKILSPVMTFPYFIGLSMLSAI STER 120 

I II II II MM II II MM II III II II II II II II II II II II M II II M MM II II 

Db 61 VSI YILNLVAANFLFLSGHIIFSPLPLINIRHPI SKILSPVMTFPYFIGLSMLSAI STER 120 

Qy 121 CLSILWPIWYHCRRPRYLSSVMCVLLWALSLLRSILEWMFCD FLFSGANSVWCETSDFIT 18 0 

I II II II II II II II II II M Ml M II II M II II II II II II II II II II II M II II 

Db 121 CLS ILWP IWYHCRRPRYLSSVMCVLLWALSLLRS ILEWMFCDFLFSGANS VWCETSDF IT 18 0 

Qy 181 I AWLVFLCVVLCGSSLVLLVRILCGSRKMPLTRLYVTILLTVLVFLLCGLPFGIQWALFS 24 0 

I II II II II II II M II II II III II II II II II II M II II II II II II II M MM II 

Db 181 I AWLVFLCVVLCGSSLVLL VR ILCGSRKMPLTRLYVTI LLTVLVFLLCGL PFGI QWAL FS 24 0 

Qy 241 RIHLDWKVLFCHVHLVSIFLSALNSSANPI IYFFVGSFRQRQNRQNLKLVLQRALQDTPE 300 

I II M II M II II II II II II III II II M II II II II II II II M II M II II II M II 

Db 241 RIHLDWKVLFCHVHLVSIFLSALNSSANPI IYFFVGSFRQRQNRQNLKLVLQRALQDTPE 30 0 

Qy 3 01 VDEGGGWLPQETLELSGSKLEQ 3 22 

I II M II II M M II M II II I 
Db 3 01 VDEGGGWLPQETLELSGSKLEQ 3 22 



RESULT 2 

US-10-292 -798-1274 

Sequence 1274, Application US/10292798 
Publication No. US20030235833A1 
GENERAL INFORMATION: 



APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 



SUWA, MAKIKO 
ASAI, KIYOSHI 
AKIYAMA, YUTAKA 
ABURATANI , HIROYUKI 

TITLE OF INVENTION: GUANOS INE TRIPHOSPHATE -BINDING PROTEIN COUPLED RECEPTORS 
FILE REFERENCE: 084335/166 

CURRENT APPLICATION NUMBER: US/10/2 92 , 798 
CURRENT FILING DATE: 20 02-11-13 
PRIOR APPLICATION NUMBER: 10/017,161 
PRIOR FILING DATE: 2001-12-18 
PRIOR APPLICATION NUMBER: JP 2001-246789 
PRIOR FILING DATE: 2001-06-18 
NUMBER OF SEQ ID NOS: 2070 
SOFTWARE: PatentlnVer. 2.1 
SEQ ID NO 1274 

LENGTH: 3 22 

TYPE: PRT 
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; ORGANISM: Homo sapiens 
US-10-292-798-1274 



Query Match 9 7.4%; 

Best Local Similarity 97.5%; 
Matches 314; Conservative 



Score 1647; DB 4; Length 322 ; 
Pred. No. 9.7e-140; 
4; Mismatches 4; Indels 0; 



Gaps 



0; 



Qy 

Db 



1 MDPTIPVLGTKLTPINGREETPCYNQTLSFTGLTCI ISLVALTGNAWLWLLGCRMRRNA 60 

II MM II hll II II lllllll I MM MM IMMI II MINI M II M M II M 

1 M DS T I P VLG TE LT P I NG RE ET PCY KQ TL S F TG LT C I VS L V AL TGNA W L W LL GC RM RRNA 60 



Qy 



Db 



61 VSIYILNLVAANFLFLSGHIIFSPLPLINIRHPISKILSPVMTFPYFIGLSMLSAISTER 12 0 

I M MM II II M II II II II III 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

61 VSI YILNLVAADFLFLSGHIICSPLRLINIRHPISKILSPVMTFPYFIGLSMLSAI STER 120 



Qy 

Db 

Qy 
Db 

Qy 

Db 

Qy 

Db 



121 CLSILWPIWYHCRRPRYLSSVMCVLLWALSLLRSILEWMFCDFLFSGANSVWCETSDFIT 18 0 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i ] 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 1 1 1 1 1 1 

121 CLSILWPIWYHCRRPRYLSSVMCVLLWALSLLRSILEWMFCDFLFSGANSVWCETSDFIT 18 0 
181 IAWLVFLCVVLCGSSLVLLVRILCGSRKMPLTRLYVTILLTVLVFLLCGLPFGIQWALFS 240 

1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 I J 1 1 f I 1 1 1 1 1 1 1 1 1 1 1 I j i I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j [ I ! 1 1 1 1 1 1 

181 IAWLVFLCVVLCGSSLVLLVRILCGSRKMPLTRLYVTILLTVLVFLLCGLPFGIQWALFS 24 0 
241 RIHLDWKVLFCHVHLVSIFLSALNSSANPI IYFFVGSFRQRQNRQNLKLVLQRALQDTPE 300 

I II II II II II II II M II II III II MM II II II II II II II II II II M M II II II 

241 RIHLDWKVLFCHVHLVSIFLSALNSSANPI IYFFVGSFRQRQNRQNLKLVLQRALQDTPE 300 

3 01 VDEGGGWLPQETLELSGSKLEQ 3 22 

I II II II II II II II II MM I 
3 01 VDEGGGWLPQETLELSGSRLEQ 3 22 



RESULT 3 

US-10-072-012-530 

Sequence 530, Application US/10072012 
Publication No. US2 0040 03 34 93A1 
GENERAL INFORMATION: 



APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
TITLE OF 



Tchernev, Velizar 
Spytek, Kimberly 
Zerhusen, Bryan 
Patturajan, Meera 
Shimkets, .Richard 
Li , Li 

Gangolli, Esha 
Padigaru, Muralidhara 
Anderson, David W. 
Rastelli, Luca 
Miller, Charles E. 
Gerlach, Valerie 
Taupier Jr, Raymond J. 
Gusev, Vladimir Y. 
Colman, Steven D. 
Wolenc, Adam R. 
Pena, Carol E. A 
Furtak, Katarzyna 
Grosse, William M. 
Alsobrook II, John P. 
Lepley, Denise M. 
Rieger, Daniel K. 
Burgess, Catherine E . 
INVENTION: Proteins and Nucleic Acids Encoding Same 
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SCORE Search Results Details for Application 
10747702 and Search Result us-10-747-702- 
3,rapbn, 



Score Home 
Page 



Retrieve Application 
List 



SCORE System 
Overview 



SCORE 
FAQ 



Comments / 
Suggestions 



This page gives you Search Results detail for the Application 10747702 and Search Result us-10- 

747-702-3. rapbn. 

start 

Go Back to previous pag 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: 



Title : 

Perfect score; 
Sequence: 

Scoring table: 



Searched: 



July 25, 2006, 11:23:06 ; Search time 31 Seconds 

(without alignments) 
599.005 Million cell updates/sec 

US-10-747-702-3 
1691 

1 MDPTI PVLGTKLT PING REE EGGGWLPQETLELSGSKLEQ 322 

BLOSUM6 2 

Gapop 10.0 , Gapext 0.5 
208217 seqs, 57668156 residues 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 



208217 



Pos t -proce ss ing : 



Minimum Match 0% 
Maximum Match 100% 
Listing first 45 summaries 



Database 



Published_Applicat ions_AA_New : * 



/EMC_Celerra_SIDS3 
/EMC_Celerra_SIDS3 
/EMC_Celerra_SIDS3 
/EMC_Celerra_SIDS3 
/EMC_Celerra_SIDS3 
/EMC_Celerra_SIDS3 
/ EMC_Celerra_SIDS3 
/EMC Celerra SIDS3 



/ptodata/l/pubpaa/US09_NEW_PUB .pep : * 
/ptodata/l/pubpaa/US06_NEW_PUB .pep:* 
/ptodata/l/pubpaa/US07_NEW_PUB .pep : * 
/ptodata/l/pubpaa/US08_NEW_PUB .pep : * 
/ptodata/l/pubpaa/PCT_NEW_PUB.pep: * 
/ptodata/l/pubpaa/US10_NEW_PUB.pep: * 
/ptodata/l/pubpaa/USll_NEW_PUB.pep :* 
/ptodata/l/pubpaa/US60_NEW_PUB .pep : * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 



% 

Query 



http://es/ScoreAccessWeb/GetItem.action?AppId=10747702&seqId=569419&ItemNam^ 7/30/06 



SCORE Search Results Details for Application 10747702 and Search Result us-10-747-7... Page 2 of 16 



Mr-* 
iNO . 


Scor e 


Match 


LenyL n 


no 
Ud 


ID 








Description 


1 
X 


ri o 

J 1 u 


30 


.2 


19 1 
■J> z X 


7 
/ 


TTQ - 


1 1 

X X 


- 7 7 O 


1 7 D O 

- 1 J 0 - Z 


Sequence 


2 , Appl i 


Z 


4 1 fi R 

T 1 U . J 


24 


.3 


JUT 


7 

/ 


TTQ . 


1 1 
1 1 


Z i7«3 


-oy/-fto/o 


Sequence 


4875, Ap 


J 


91 c c 
Z X O . O 


12 


.7 


i e n 

Jo U 


f 


TTC 


1 1 
1 1 


- z4Z 


111 ■» 0 

- 111 - iy 


Sequence 


19, Appl 


A 


914 
Z X 1 


12 


.7 


•JC1 
J 3 X 


O 


TTQ - 
Uo 


i n 
1 u 


.ci 1 
~ D 1 1 


Q7 *7 TCA ft 

- y J / - ZOfi U 


Sequence 


2540, Ap 


C 

O 


90 9 

z u z 


11 


.9 


1 £ 4 

J D 7 


7 


TTQ - 
UO - 


1 1 


Z DD 


f QQ 1 

-oyy - 1 


Sequence 


1 , Appl i 


D 


1 QC 


11 


.6 


jjU 


/ 


TTC 
Uo - 


T 1 

1 1 


■JO/ 


COO 1 A 

- 0 J 0 - 1U 


Sequence 


10, Appl 


7 


1 Q1 
X 17 X 


11 


.3 


1 ft 0 

J O \J 


7 


TTQ - 
uo 


1 1 


- 7 n9 

" J uz 


_C7Q _Tfl 

- 0 / 0 - z u 


Sequence 


20, Appl 


Q 

O 


1 QQ 

x o y 


11 


.2 


J 0 ft 


n 
1 


TTC 
Uo - 


1 1 


7 a *7 

JO / 


COO T T 
- O J O - 11 


Sequence 


11, Appl 


Q 
-7 


1 ft 7 R 


11 


. 1 


4 7 7 


7 


TTQ - 
uo 


1 1 
X X 


- 767 
j 0 j 


- R7Q - 9 
O / j Z 


Sequence 


2, Appli 


1 0 


18 7 


11 


.1 


26 9 


7 


US - 


11 


_ 7 HR 


-477 - 7 
*± / / — j 


Sequence 


3 , Appl i 


1 T 
X X 


1 ft 9 


10 


.8 


Ten 

J J V 


D 


TTQ - 
uo 


1 0 
X u 


- R1 1 

j 1 1 


-Q77 

> J / ZOUI7 


Sequence 


2609, Ap 


1 9 
X Z 


1 ft fi R 

lOU . J 


10 


.7 


1 ft R 


1 
X 


TTQ - 
Uo 


HQ 


_ "7 QQ 


- Z / y U - J 


Sequence 


3, Appli 


1 7 
X J 


17 7 
X / / 


10 


.5 


7 7ft 


o 


TTQ - 
Uo 


1 n 
1 u 


.CI 1 
~ D 1 1 


Q7 *7 "54 H 4 


Sequence 


2404, Ap 


1 ft 


1 / o . o 


10 


.4 


7 1 O 
J / Z 


•7 
/ 


TTC 

Uo - 


11 


- z / 1 


- J 0 j - z 


Sequence 


2 , Appl i 


1 R 
X O 


X / o 


10 


.4 


7 6ft 




TTC - 
Uo 


i n 
1 u 


.CI 1 


q 7 1 ocne 
- j J / - Z 0 U 0 


Sequence 


2505, Ap 


1 C 
1 o 


i n c 
1 / b 


10 


.4 


or o 


O 


TTC 
Uo - 


1U 


CI 1 
- Dl X 


- y J / - zy j 1 


Sequence 


2 931, Ap 


l / 


i / o 


10 


.4 


76 ft 


•7 
/ 


TTC 
Uo - 


1 1 
1 1 


7 no 
- J uz 


- 0 / 0 - 0 y 


Sequence 


5 9, Appl 


1 ft 
X o 


X / J 


10 


.2 


76 9 
J O Z 


•7 
/ 


TTC - 

Uo 


T T 

1 1 


.1 TC 

-I/O 


-'714 1 7 ft 
- /1ft - 1 J U 


Sequence 


130, App 


1 Q 

x y 


i 7 n 
x / u 


10 


. 1 


7 6 9 
J O Z 


•7 
/ 


TTC - 
Uo - 


1 1 


.17c 
-I/O 


-"714 1 7 O 
/1ft 1 J Z 


Sequence 


132, App 


9 n 
z u 


1 £ 7 c. 
ID / . O 


9 


.9 


j / z 


-I 

1 


TTC - 
Uo 


1 1 
1 1 


- O 7 1 

- z / 1 


— 7 Q 7 4 

- Jo J - ft 


Sequence 


4 , Appl i 


9 1 

Z X 


16 6 
loo 


9 


.8 


76 1 

Jul 


/ 


TTC - 
Uo ~ 


1 1 
1 1 


-771 
- J J 1 


- C.4 Q 0 

- Oft y - Z 


Sequence 


2 , Appl i 


9 9 
z z 


16 4 R 


9 


.7 


IRQ 

J J 17 


7 


TTQ - 
uo 


1 1 

X X 


- 76 7 
JO/ 


- R7 ft - Q 

O J O -7 


Sequence 


9, Appli 


9 7 


16 3.5 


9 


. 7 


17 7 


7 


US - 


11 


-242 


-RfiR&-91 
JUJn Z X 


Sequence 


21, Appl 


z *± 


ICQ 
X D O 


9 


.3 


7 R 9 
J J z 


0 


TTQ - 
uo 


1 0 
X u 


- RDR 

- 0 uo 


- Q9 ft - 74 R 
-j'Zo - / ftO 


Sequence 


745, App 


9 R 

Z D 


1 R ft 


9 


.3 


7 R 9 
J 3 Z 


O 


TTQ - 
Uo 


1 (1 
X u 


- R1 1 
-Oil 


-Q77 _74Q£ 

17 J / _ Zft O O 


Sequence 


2486, Ap 


9 6 

Z D 


ICO 
X J O 


9 


.3 


7 R 9 

J O Z 


O 


TTQ - 
UO 


i n 

X u 


- R1 1 
Oil 


-Q77 - 9Q7 c; 

y ~> 1 - z^jo 


Sequence 


2 935, Ap 


9 7 
z / 


ICQ 

X o o 


9 


.3 


7 R 9 


O 


TTQ - 
UO 


i n 

X U 


- R 1 1 
O X X 


_077_7ni n 

-7J / JUXU 


Sequence 


3 010, Ap 


9 ft 


15 7 


9 


.3 


76 9 
J o z 


7 


TTQ - 
uo 


1 1 

X X 


- 1 7R 

X / 3 


-714 -1 74 

/ 11 X J *± 


Sequence 


134, App 


9 Q 

Z J7 


ICC 

iJ J 


9 


.2 


7 7 "7 


O 


TTC - 
UO - 


i n 

1U 


_C1 c 

-010 


7QQ IT 

/ y y - 1 1 


Sequence 


11, Appl 


7 r\ 


1 R A C 


9 


.1 


74 6 
J ft 0 


■7 


TTC - 
UO 


i 1 
1 1 


- j / 0 


- 0 yft - 1 


Sequence 


1, Appli 


7 i 

J X 


1 R 4 R 


9 


.1 


7 R R 

j O j 


7 


TTQ - 
UO 


1 1 


- 7 6 7 

-JO/ 


c 7 Q O 
- O J O - Z 


Sequence 


2 , Appl i 


7 9 

J z 


1 CI 
X O J 


9 


.0 


7 R R 
J J J 


7 

f 


TTQ - 

UO 


X X 


-17 7 
1 J J 


- 1 4 n - 6 
14 U _ O 


Sequence 


6 , Appl i 


7 7 


1 R 1 R 

X J X . ZJ 


9 


.0 


7 R 6 
J J o 


7 


TTQ - 
uo 


1 1 

X X 


- 7 ft4 


— ft 4 7 - 7 
Oft I f 


Sequence 


7 , Appl i 


7 4 


1 R 1 


8 


.9 


76 R 

J O J 


7 


TTQ - 
uo 


1 1 

X X 


- J O U 


- O 7 Q _ 7 

- Z J i7 — Z 


Sequence 


2 , Appl i 


7 R 

J J 


1 Cf) c 
X J U.J 


8 


.9 


7 7 9 
J / z 


7 


TTQ - 
uo 


X X 


- 7 76 

- J / O 


- 6 Q4 _ 9 

- O jft - Z 


Sequence 


2 , Appl i 


7 6 


i en 
lj u 


8 


.9 


4 n 7 

ft U j 


7 


TTQ - 
UO 


X X 


-94 9 
- Z ft z 


—COCA no 
- jUjA- lo 


Sequence 


18, Appl 


J / 


1 4 Q 

1ft 17 


8 


. 8 


4 19 
ft X Z 


f 


TTQ - 
UO - 


11 


- 04 *5 

- Zft Z 


enc a ic 
- 0 UO A- 10 


Sequence 


15, Appl 


7 ft 


l 4 R 


8 


.6 


761 

O D X 


7 


TTQ - 
uo 


1 1 

X X 


-771 

J J X 


- R4 Q _ R 
oi y — 0 


Sequence 


5 , Appl i 


7 Q 


14 1 c. 
1ft J . O 


8 


.5 


7 c n 


•7 


TTC 
Uo - 


1 1 


- zflz 


c n C A 7 
-OUO A- J 


Sequence 


3, Appli 


4 0 


13 9 . 5 


8 


.2 


34 4 




US - 


10 


- 994 


kj / y y 


Sequence 


9 , Appl i 


41 


139 


8 


.2 


465 


7 


US- 


11 


-255 


-699-4 


Sequence 


4 , Appl i 


42 


138. 5 


8 


.2 


317 


6 


US- 


10 


-539 


-228-166 


Sequence 


166, App 


43 


138.5 


8 


.2 


317 


7 


US- 


11 


-257 


-851A-71 


Sequence 


71, Appl 


44 


13 8. 5 


8 


.2 


319 


6 


US- 


10 


-511 


-937-2981 


Sequence 


2981, Ap 


45 


134. 5 


8 


.0 


387 


6 


US- 


10 


-533 


-799-2 


Sequence 


2 , Appl i 



ALIGNMENTS 



RESULT 1 
US-11-332-138-2 

; Sequence 2, Application US/11332138 

; Publication No. US20060121554A1 

; GENERAL INFORMATION: 

; APPLICANT: Shyman Ramakrishnan 

TITLE OF INVENTION: REGULATION OF HUMAN RTA-LIKE G PROTEIN- COUPLED RECEPTOR 
; FILE REFERENCE: 004974.00798 
; CURRENT APPLICATION NUMBER: US/l 1/3 32 , 138 



http://es/ScoreAccessWeW^ 7/30/06 



